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3 <110> APPLICANT: de CROMBRUGGHE, BENOTT 

4 NAKASHIMA, KAZUHI SA 

5 ZHOU, XI N 

' 7 <120> TITLE OF INVENTION: MASTER BONE FORMATION TRANSCRIPTION FACTOR: 

8 COMPOSITIONS AND METHODS OF USE 

10 <130> FILE REFERENCE: UTXC:666 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/734,329 

13 <141> CURRENT FILING DATE: 2000-11-30 

15 <160> NUMBER OF SEQ ID NOS : 6 
1 7 . < 1-70 > S OF TW AR K : P a t e n t T n V e r . 2.1 

19 <210> SEQ ID NO: 1 

2 0 <211> LENGTH: 2960 

21 <212> TYPE: DNA 

2 2 <213> ORGANISM: Mus mu soul us 
. 24 <2 20> FEATURE: 

' 25 <221> NAME/KEY: CDS 

26 <222> LOCATION: ( 100 ) . . ( 1 38 3 ) 

28 <4 00> SEQUENCE-: 1 

29 attctcccat totccctccc tetccettct coetctccca ctg go tec tc ygttctctcc 6 0 
31 atctgcctya ctccttggga cccggtcccc agctcyagg atg 9 eg tec t.ct ctg 114 

3 2 Met 70. a Ser Ser Leu 

3 3 15 

35 ctt gag yaa gaa get cac tat ggc tec agt ccc ctg gec atg ctg act 162 

36 Leu G.lu Glu Glu Ala His Tyr Gly Ser Ser Pro Leu Ala Met Leu Thr 

37 10 15 20 

39 gca gee tyc >c aaa ttt ggc ggc tot age cct ctg c jg gac tea aca 210 

4 0 Ala Ala Cys Ser Lys Phe Gly Gly Ser Ser Pro Leu Arg Asp Ser Thr 
41 2 5 30 35 

4 3 ace ctg gyg aaa gga ggc aca aag aag cca tac get gac ctt tea gec 258 

4 4 Thr Leu Gly Lys Gly Gly Thr Lys Lye Pro Tyr Ala Asp Leu Ser Al." 
45 40 45 50 

4 7 ccc aaa acc atg ggg gac gec tac cca get ccc ttc tea age acc aat 3 06 

4 8 Pro Lys Tlir Met Gly Asp Ala Tyr Pro Ala Pro Phe Ser Ser Thr Asn 

4 9 55 60 65 

51 gga etc etc Let cct gca ggc agt cct ccg gec cca gec tct ggc tat 354 

5 2 Gly Leu Leu Ser Pro Ala Gly Ser Pro Pro Ala Pro A.la Ser Gly Tyr 
53 70 7 5 80 8 5 

55 gca aat gac tac cca ccc ttc cct cac tea ttt cct ggg c< : acc ggt 102 

56 Ala Asn Asp Tyr Pro Pro Phe Pro His Ser Phe Pro Gly Pro Thr Gly 

57 90 95 100 

59 gee caa gac cot ggg etc eta gtg cct aag ggg cac age Leg tct gac 4 50 

60 A.la Gin Asp Pro Gly Leu Leu Val Pro Lys Gly His Ser Ser Ser Asp 

61 10 5 ' 110 1.15 

6 3 tgc erg cct agt 9 tc tac act tec ctg gat atg act cat ccc tat ggc 498 
64 Cys Leu Pro Ser Val Tyr Thr Ser Leu Asp Met Thr His Pro Tyr Gly 

6 5 120 * 12 5 130 

67 teg tgg tac aag gca ggc ate cac gca ggc ate tea cca ggt cca ggc 54 6 
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133 390 395 400 405 

'135 tec act Ley cct gca ccc ced gaa aaa gec enc gga ggc age ccrj gay 1362 

136 Ser Thr Ser Pro A'!. a Pro Pro Glu Lys Ala His Gly Gly Ser Pro Glu 

.137 410 '115 4 20 

.139 catj aye aac ctg eta gay ate tgagccgggt; agaggaagyt ctccayetcc 1413 

140 Gin Ser Asa Leu Lou Glu lie 

141 425 

143 agyytcctct; rgecaqgeto tcttggcgty 
115 ctdttgcatg ctatactctg ggygctctct 
1 4 7 tee tea gt t c L Lc Let c 1; t. L gtcaa g a g tc 
14 9 tgectaytte cLatyctccg acctcctcaa 
151 cttccdLctg gcctcacatc attttctcat 
153 ccaatcctat rtgccgttrt cccgaayctt 
155 ttcgt.ctr.ee tyagctttgt gttttrtttt 
157 tgaUjdLadt ttattycccc clyytyLLet 
159 gttagtaaec taqccgqqay cagaqtqeca 
161 ccaaagatqy yytyaccccd qgytcaggqci 
1.63 ta tgegceag gaqtaaagaa taq taataqt 
16 5 t a t: g a t g a e g g g t e a g q t a c a g t: g a y e t g g 

16 7 gaaattctag teaaatgeat cLctgtataq 
169 tttctatect; egaggtctec yagagtttet 
.1.71 cttttagagt ttctgtgygt gtctetctgt 
'1 73 cagaaagctg tgaaacttca aytcctatgg 

17 5 tcgacccgac tgcagatcag g Ltectccec 

17 7 eaqgttatce ccttgtcgtc atygbtacag 
L7 9 ctLtggggga gagceoacot aacaggagga 
1 B 1 g t a g g t g g g c a a a g q c 1 1. Lc L c t g g g a t c a 
183 c 1 1 a a t a t g t q c a a g g e c t g g t g c c t; a g a a 

1 8 5 a g t cc c t a a a c t a a a c a tec a c a g g cc ccc 
IB 7 cttttaaagc cgetttgtgc ctttgaaatg 
1 B 9 c t g t c c c c L g c t: c: c 1 L c t a g g c c t c a a g a t: 
191 cataaegteg ttgaegggat cgtcccttta 

1 9 3 a a t a a a a y 1 1 c ( r ■* 1 1 1 c a a a a a a a a a a a a a 
196 <210> SE(> ID WO: 2 
1.97 <211> LENGTH: 428 
198 <212> TYPE: PRT 
19 9 <213> ORGANISM: Mus musculus 
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aatcangtat 
agaatttata 
y tttcaotcc 
gatttttgga 
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taatttaata 



14 73 
1533 
159.3 
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2 2 5 3 
2 3 13 
2373 
24 3 3 
24 93 
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2613 
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2733 
2793 
28 5 3 
2913 
2960 
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Gin Ary Thr 


His 


Gly 
























317 






85 
























320 


<210> SEQ TD NO 


: 5 
























321 


<211> LENGTH: 24 4 
























322 


<212> TYPE: 


PRT 


























323 


<213> ORGANISM: 


Mus 


mus cuius 


















325 


<4 0 0> SEQUENCE: 


5 
























326 


Phe Gly Gly 


Ser 


Ser 


Pro 


Leu 


Arg 


Asp 


Ser 


Thr 


Thr 


Leu 


Gly 


Lys 


Gly 


327 


1 




: 5 










10 










15 




329 


Gly Thr Lys 


Lys 


Pro 


Tyr 


Ala 


Asp 


Leu 


Ser 


Ala 


Pro 


Lys 


Thr 


Met 


Gly 


330 




20 










25 










30 






3 32' 


"Asp Ala Tyr 


Pro 


Ala 


Pro 


Phe 


Ser 


Ser 


Thr 


Asn 


Gly 


Leu 


Leu 


Ser 


Pro 


333 


35 










40 










4 5 








335 


Ala Glv ser 


Pro 


Pro 


Ala 


Pro 


Ala 


Ser 


Gly 


Tyr 


Ala 


Asn 


Asp 


Tyr 


Pro 


3 3 e> 


V 50 








'* 55 










6 0 










3 38 


Pro Phe Pro 


H i.s 


Ser 


Phe 


Pro 


Gly 


Pro 


Thr 


Gly 


Ala 


Gl n 


ASp 


Pro 


Gly 


3 39 


65 






70 










75 










80 


341 


Leu Leu val 


Pro 


Lys 


Gly 


H IS 


Ser 


Ser 


Ser 


Asp 


Cys 


Leu 


Pro 


Ser 


Val 


342 






85 










90 










95 




3 44 


Tyr Thr Ser 


Leu 


Asp 


wet 


Thr 


His 


Pro 


Tyr 


Gly 


Ser 


Trp 


Tyr 


Lys 


Ala 


34 5 




:ioo 










105 










110 






34 7 


Gly lie His 


Ala 


Gly 


He 


Ser 


Pro 


Gly 


Pro Gly 


As n 


Thr 


Pro 


Thr 


P.ro 


34 8 


115 










120 










I 2 5 








350 


Trp Trp Asp 


Met 


His 


Pro 


Gly 


Gly 


Asn 


Trp 


Leu 


Gly 


Gly 


Gly 


Gl n 


Gly 


351 


13 0 








135 










14 0 










353 


Gin Gly Asp 


Gly 


Leu 


Gin 


Gly 


Thr 


Leu 


Ser 


Thr 


Gly 


Pro 


Ala 


Gin 


Pro 


354 


14 5 






150 










155 










16 0 


356 


Pro Leu Asn 


Pro 


Gin' 


Leu 


Pro 


Thr 


Tyr 


Pro 


ser 


Asp 


Phe 


Ala 


pro 


Leu 


3 57 






165 










170 










175 




359 


Asn Pro Ala 


Pro 


Tyr 


Pro 


Ala 


Pro 


His 


Leu 


Leu 


Gin 


Pro 


Gly 


Pro' 


Gin 


3 60 




18 0 










185 










190 






362 


His Val Leu 


Pro 


Gin 


Asp 


val 


Tyr 


Lys 


Pro 


Lys 


Ala 


Val 


Gly 


Asn 


Ser 


363 


195 










200 










205 









• 
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